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Y JIRRAMSIC NT-proBNP @ EHNRESNTWD. FREOFBAIC
JIIRE R S O DS RERE E 2 K LT\ 5, 720X, JIIFHORIETH 5 &
cytokine MAEZ KL TWDH EWHIMENH Y, AIFIZONTIE, HFD 2 K
To OB T IR T C & 22\ 28 Speckle tracking ¥ % F\ /= strain (2 &
> TORHRHIT X DM 722 DA RERE 23 IR A E N IFET 2 L WO HED
5. JIERAMERIZ 3BT 2 It Speckle tracking 1% % AV 7= strain O
IXH 50, 2otk v HHAMEOE WV 3 kIt Speckle tracking % T strain % T
L7 IX I E Tz,
I3 )INIBREYERI T NT-proBNP O _EH-OR%IK % FEiH3 5 7=, k7 H#
FoRME GREATAEGY), WAl (R 1 87H) 12 NT-proBNP & .0
HEL e oBELRE L (e 1. £, JIIRYEEE OrES, #
ZMEWIC eytokine I L, [AERIC NT-proBNP & o B £ 5t L 7= (Bt 2) .
ODEEBRI T — AV 72 2 Yot DlisE B A 12N %, 3 ¥kJT Speckle tracking {%%
MW7 strain Z81E L7z, *51T H27 4 4 A5 H28 4F 3 H £ TIZAARKRY
[ " B AR o C ANBE IR & 52 0 72 1IRp AU 52 41 (5 2tk 31:21), Hiin
3~132 (WRIE2m) THD. 7ok, LEERRIXEIEY (EE% 120H) 2B
INTRE L.
FER (MEt 1) NT-proBNP (T2 /M2 # © 699.8+834.4/124.7+94.0pg/ml
T, APENC B L, EMERICAEEICIRT L. (O8EREIS E/A, Ele’ (sep),
E/e’ (lat), Teiindex, 2DEF, 3DEF, GRS, GLS, GCS, GAT %#lE L7-.
% 2 S ME ISR/ [E11E # C 1.5+0.4/1.6+0.5/1.7+0.5, 9.1+1.9/9.5+1.8/8.8+1.8,

7.7+£1.9/7.7£1.5/7.5+1.5, 0.38+0.1/0.37+0.1/0.35+0.1, 72.0+5.9%/75.0+£5.5%/



75.0+4.8%, 67.4+5.8%/67.6+6.2%/68.3+7.1%, 56.7+21.4%/57.6+20.5%/64.1+
26.0%, -19.843.4%/-20.3+4.0%/-21.0+4.8%, -35.0+4.7%/-35.3+5.3%/-36.4+5.2%,
-48.1+5.0%/-47.2+6.8%/-49.0+7.3% &, 2DEF Z &< 2 C TCHEEZ RO 1>

. 2DEF (3@t & iati ), Skl & RHEH O TRE DEPARICK
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L2, SMEOREME TS EFH#ETH Y RN LERITENEEZ 60
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. NT-proBNP & LHEREDAHBEIE AN, HEME & bIcaTTRO 2o 7z,
728, strain @ Intra-observer Correlation Coefficient : GLS 0.87, GRS 0.88,
GCS 0.86, GAT 0.87, Inter-observer Correlation Coefficient : GLS 0.77, GRS
0.77, GCS0.78, GAT 0.71 &£ R4FTHh -7z,

(#FF 2) cytokine (%4~ A M:W)/H S MEH T TNFa4.3+1.7/3.0+1.3pg/ml,
sTNFR1 2633+919/1040+480pg/ml, sTNFR2 6173+2479/2982+1275pg/ml,
IL-18 1.3+1.1/0.4+0.3pg/ml, IL-6 98.6+107/8.5+1.9pg/ml, IL-10 28.9+39.7/
8.3+1.3pg/ml &AMz LA L, dEMHHICAERIZIKT L7, NT-proBNP &
cytokine OFAESIE, BMHIEX TNF-a, sTNFR1, sTNFR2, IL-6, IL-10 TiE
MBI Z7 D (r=0.45, r=0.63, r=0.50, r=0.58, r=0.49, £ 7T p<0.01, n=50),
fAMEE L sTNFR1, sTNFR2, IL-6 TIEAHRH 2588 7= (r=0.43, p<0.01, r=0.31,
p<0.05, r=0.43, p<0.01, n=50).
fEeE - IR ArE o D RERE 1, 3 kT Speckle tracking {512 X 5 strain
DOFHI2 513580 6T, JHER ML O NT-proBNP A 1 30HERE 2 Sk L
TV WRTEEME N R S 7=z, —JF, NT-proBNP [T, s & 6
sTNFR1, sTNFR 2, IL-6 & EfHEIL, 2MEHITIZE 512 TNF-a, 1L-10 & %

EAR L7722 & kv, JIRREMEL O NT-proBNP L5 cytokine HILE 2 KB L
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